Scale 5 kb} | hg19
chr7: 155,595,004 155,600,009 155,605,000
Reference Assembly Fix Patch Sequence Alignments
Reference Assembly Alternate Haplotype Sequence Alignments
GENCODE V47Iift37 (4 items filtered out)
ENSG00000296779 lb>>>>>>—

sHH e L S
RefSeq genes from NCBI
RefSeq Curated ] [Ha o ==
Publications: Sequences in Scientific Articles
Sequences —+ i HHHHA—HHH——H HIHHHHH
SNPs | |

OMIM Gene Phenotypes - Dark Green Can Be Disease-causin
OMIM Genes *
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