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GENCODE VM23 Comprehensive Transcript Set (only Basic displayed by default)
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UCSC annotations of RefSeq RNAs (NM_* and NR_*)
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Non-Mouse RefSeq Genes
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Single Cell RNA-Seq Gene Expression from Tabula Muris
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Multiz Alignments of 60 Vertebrates
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Repeating Elements by RepeatMasker
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Short Genetic Variants from EuroFean Variant Archive
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