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GENCODE VM23 Comprehensive Transcript Set (only Basic displayed by default)

ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from all cell types

Short Genetic Variants from European Variant Archive

All gaps of unknown nucleotides (N’s), including AGP annotated gaps

Single Cell RNA-Seq Gene Expression from Tabula Muris

Placental Mammal Basewise Conservation by PhyloP
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