Scale 5 kbt { mm39

chri2: 56,745,000 | 56,750,000 | 56,755,000 | 56,760,000 |
Perfect Matches to Short Sequence

GENCODE VM36 (1 items filtered oul

Pax9 i i

Pax9 st i i
ENSMU3600000131027 e Slc25a2] n— s
Slc25a2] mmmfeeeee
| ; Slc25a21 ke

RefSeq genes from NCBI
RefSeq Curated ———— i o5 RNAq 2 ot i i
efSeqm s mapped to this assem

NM 011041 st 2 3 4 Y =

NM 001167976 m —m
Mouse mRNAs from GenBank

AK132404 | ] i
AK034985 s [ | i — AK167535 n—e
X84000 s | i i AK045180 m—im——

BC005794 - i il AK04169/ mm— s
BC006930 — AK162379 mmmmmm <<
AK036988 mmmm<—
EU180236 mmmfees
BC057980 M«
4.28 _ 35 vertebrates Basewise Conservation by PhyloP
Cons 35 Verts kil
-4.1

Guinea p| IIII—\I—- LT THIOTINTE ]
Squirre! A 1 SANMEI 1 AR 0 5 0 AR T
l | ANNDNRILR [V O[] VR

| Repeatlnglf_lemelnts by Rep(iatMasker

I ﬁﬂfﬁﬁi‘ﬁﬁm AT M TYRRSA 1 ?ﬂa'i'iﬂﬁ’ﬁ M T

RepeatMasker

EVA SNP Release 6 NI NI0W W 00000 00N ) DO nom i emmnen nwan




