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Comment The immunogen used to generate this antibody is 98% identical in mouse and human and
the proteins share 98% identity over their full lengths. We observe one major band consistent with the
expected size of Maz (49kD) in cell lines CH12 and MEL along with another signficant band of ~30kD in
each cell line. Both bands are efficiently immunoprecipitated by ab85725. An identical pattern of bands
was observed in immunoblots using ab85725 on lysates from human cell lines GM12878, HeLaS3,
HepG2, and K562 and both bands were also efficiently immunoprecipitated. Mass spectrometry
analysis on both bands immunoprecipitated from K562 cells identified Maz as a major component of
each band (see validation document for the human cell lines). In combination with the previously

. submitted data, ab85725 meets the ENCODE criteria for validation in murine cell lines CH12 and MEL.
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Antibody: MAZ Source: Abcam ab85725

Epitope: Rabbit polyclonal to Synthetic peptide, corresponding to a region
within amino acids 427-477 of Human MAZ

Validation 1: Immunoprecipitation (IP) in both CH12 and MEL cell lines
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This antibody has been validated by immunoprecipitation/mass spectrometry in K562 cells. Please
see the validation document for this antibody in human cell lines for details.
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