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	DateTimeField1: July 1, 2011
	TextField1: Mouse monoclonal antibody raised against a partial recombinant ZNF274 (corresponding to amino acids 420-531 of the human ZNF274 protein).
	TextField1: ZNF274 is a zinc finger protein containing five C2H2-type zinc finger domains, two Kruppel-associated box A (KRABA) domains, and a leucine-rich SCAN domain. The encoded protein has been suggested to be a transcriptional repressor. It localizes predominantly to the nucleolus.
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	TextField2: Immunoprecipitation of ZNF274 from K562 nuclear extracts. 3ug of the anti-ZNF274 (M01) antibody was used to immunoprecipitate ZNF274 from 100 ug of nuclear extracts prepared from K562 cells. 5ug of input lysate (5% of each IP reaction) and the entire eluate from the ZNF274 and control IgG IPs were analyzed by SDS-PAGE and Western blottling using the anti-ZNF274 (M01) antibody at a 1:500 dilution (2 ug/mL). As shown in the blot, the anti-ZNF274 (M01) antibody specifically precipitates an ~ 90kDa band.
	ImageField1: /9j/4AAQSkZJRgABAgEBLAEsAAD/4Q0jRXhpZgAATU0AKgAAAAgABwESAAMAAAABAAEAAAEaAAUA	TextField9: Overlap of ZNF274 ChIP-seq peaks from two different antibodies.ChIP-seq was performed in GM12878 cells using two different ZNF274 antibodies and peaks were called using the Solesearch ChIP-seq peak calling program. The ENCODE 40% rule was applied to determine the overlap between the two datasets. The list from Antibody 2 (anti-ZNF274 (M01)) was truncated to the same size as Antibody 1 and the top 40% peaks from either dataset were compared to the lists. As shown in the figure, there is greater than 90% overlap of the top 40% peaks.
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