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Name: Email:
Lab
Antibody Name: [CHD1 Target: |CHD1 EntrezGenelD:1105
Company/ Novus Biologicals
Source:
Catalog Number, database ID, laboratory NB100-60411 Lot Number |A1
Antibod The epitope recognized by this antibody maps to a region between residue 1660 and 1710 of human
O | chromodomain helicase DNA binding protein 1 using the numbering given in entry NP_001261.2 (GenelD
Description:
1105).
ATP-dependent chromatin-remodeling factor which functions as substrate recognition component of the
Target S . . L
Descriotion: transcription regulatory histone acetylation (HAT) complex SAGA. Regulates polymerase Il transcription.
ESCrPton:f ajso required for efficient transcription by RNA polymerase |, and more specifically the polymerase |
transcription termination step. Regulates negatively DNA replication. Not only involved in

Species Target |Human Species Host |Rabbit

Validation Method #1 |Immunoprecipitatior Validation Method #2 [IP-Mass Spec
Purification - Polyclonal/

Method Affinity Monoclonal Polyclonal

Vendor URL: http://www.novusbio.com/CHD1-Antibody

Reference (PI/
Publication
Information)

Please complete the following for antibodies to histone modifications:
ifyour specifications are not listed in the drop-down box,
please write-in the appropriate information

Histone Name AA modified AA Position Modification




Comment: In an immunoblot probed with NB100-60411, we observe a major band consistent with the
expected size of CHD1 (197kD) in lysates from cell lines K562 and HeLaS3. The band is also observed
with lysates from GM12878 cells, but at low abundance. This band is specifically immunoprecipitated
from K562 cells, as are several minor bands (likely degradation products) and each is identified by mass
spectrometry as CHD1 (see second validation) Therefore, NB100-60411 meets this criterion for
validation.

Validation #1
Analysis

Insert Validation Image (click here)
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Western blot using NB100-60411. Lanes contain nuclear lysates from GM12878 cells (Lane 1), K562 cells (Lane 2), Hela S3 cells (Lane 3).



Validation #2
Analysis

Immunoprecipitation of CHD1 from K562 cells using NB100-60411. Lane 1: input nuclear lysate, Lane
2: material immunoprecipitated with ab87525, Lane 3: material immunoprecipitated using control
IgG. Band A, the most abundant band and consisent with the expected size of CHD1, along with
minor bands B and C were excised from the gel and subject to analysis by mass spectrometry.

IP followed by mass spectrometry: Briefly, K562 whole cell lysates were immunoprecipitated using
NB100-60411, and the IP fraction was loaded on a 10% polyacrylamide gel (NUPAGED Bis-Tris Gel) and
separated with an invitrogen NuPAGE electrophoresis system. The gel was silver-stained, gel
fragments corresponding to the bands indicated were excised and destained using the SilverSNAPO
Stain for Mass Spectrometry (Pierce). Then proteins were trypsinized using the in-gel digestion
method. Digested proteins were analyzed on an LTQ-Orbitrap (Thermo Scientific) by the
nanoLC-ESI-MS/MS technique. Peptides were identified by the SEQUEST algorithm and filtered with a
high confidence threshold (Protein false discovery rate < 1%, 2 peptides per protein minimum).

We report 20 proteins identified in band A, of which 15 are also identified in a control
immunoprecipitation. CHD1 is by far the most abundant of the specifically immunoprecipitated
proteins ( 38 peptides). CHD1 is also identifed in minor bands B (8 peptides) and C (7 peptides) and is
the only chromosome associated protein from either band that is specifically immunoprecipitated.

Based on these observations, the major band is likely due to the presence of immunoprecipated
CHD1 and NB100-60411 meets the ENCODE standard for validation by this criterion.

Insert Validation Image (Click here)
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NB100-60411 (CHD1)
Immunoprecipitation/Mass spectrometry
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Spectrum Name of Protein Peptides
CHD1_Band A Isoform 2 of Chromodomain-helicase-DNA-binding protein 1 38
CHD1_Band A Isoform 2 of DNA topoisomerase 2-alpha 27
CHD1_Band A cDNA FLJ59523, highly similar to Scaffold attachment factor B 20
CHD1_Band A Scaffold attachment factor B2 19
CHD1_Band A Isoform Beta-1 of DNA topoisomerase 2-beta 15
CHD1_Band A Structural maintenance of chromosomes protein 3 15

SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
CHD1_Band A subfamily A member 5 11
CHD1_Band A Splicing factor 3B subunit 1 9
CHD1_Band A Structural maintenance of chromosomes protein 1A 8
CHD1_Band A Isoform 2 of Chromodomain-helicase-DNA-binding protein 2 7
CHD1_Band A Protein RRP5 homolog 7
CHD1_Band A FACT complex subunit SPT16 6
CHD1_Band A HEAT repeat-containing protein 1 6
CHD1_Band A Isoform 1 of U5 small nuclear ribonucleoprotein 200 kDa helicase 6
CHD1_Band A Isoform 2 of Tyrosine-protein kinase BAZ1B 5
CHD1_Band A Isoform Short of Antigen KI-67 5
CHD1_Band A DNA-directed RNA polymerase 4
CHD1_Band A Isoform 2 of PR domain zinc finger protein 10 4
CHD1_Band A Isoform 1 of Splicing factor 3B subunit 3 3
CHD1_Band A Desmoglein-1 2
- |
CHD1_Band B Stress-70 protein, mitochondrial 20
CHD1_Band B Desmoglein-1 17
CHD1_Band B Junction plakoglobin 14
CHD1_Band B Nucleolar protein 56 14
CHD1_Band B Isoform 1 of RNA-binding protein 14 13
CHD1_Band B Isoform DPI of Desmoplakin 13
CHD1_Band B Isoform 3 of Probable ATP-dependent RNA helicase DDX17 12
CHD1_Band B Isoform 1 of Heat shock cognate 71 kDa protein 11
CHD1_Band B Probable ATP-dependent RNA helicase DDX5 11
CHD1_Band B ATP-dependent RNA helicase DDX18 9
CHD1_Band B X-ray repair cross-complementing protein 6 9
CHD1_Band B Isoform 2 of Chromodomain-helicase-DNA-binding protein 1 8



CHD1 _Band B Lamin-B1

CHD1_Band B X-ray repair cross-complementing protein 5

CHD1_Band B Insulin-like growth factor 2 mRNA-binding protein 1

CHD1_Band B Isoform 1 of Heterogeneous nuclear ribonucleoprotein R

CHD1_Band B Isoform 2 of Heterogeneous nuclear ribonucleoprotein R

CHD1_Band B HSPAS protein

CHD1_Band B Isoform A of Lamin-A/C

CHD1_Band B Nucleolar protein 11

CHD1_Band B Heterogeneous nuclear ribonucleoprotein L

CHD1_Band B Isoform 1 of Insulin-like growth factor 2 mRNA-binding protein 3

CHD1_Band B cDNA FLJ54408, highly similar to Heat shock 70 kDa protein 1
cDNA FLJ56823, highly similar to Protein-glutamine gamma-

CHD1_Band B glutamyltransferase E

CHD1_Band B FACT complex subunit SSRP1

CHD1 Band B Isoform 1 of Annexin A2

CHD1_Band B Isoform 1 of Interleukin enhancer-binding factor 3

CHD1_Band B Isoform 1 of Nucleolar RNA helicase 2

CHD1 Band B Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15

CHD1_Band C Isoform 1 of Core histone macro-H2A.1
CHD1_Band C Desmoglein-1
cDNA FLJ77422, highly similar to Homo sapiens RNA binding protein,
autoantigenic (hnRNP-associated with lethal yellow homolog (mouse)),
CHD1_Band C transcript variant 1, mRNA (Fragment)
CHD1_Band C Isoform 2 of Chromodomain-helicase-DNA-binding protein 1
CHD1_Band C Mitochondrial ribonuclease P protein 1
CHD1_Band C rRNA 2'-O-methyltransferase fibrillarin
CHD1_Band C Isoform A1-B of Heterogeneous nuclear ribonucleoprotein A1
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